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Plasma neurodegeneration biomarker
concentrations associate with glymphatic
and meningeal lymphatic measures in
neurological disorders

Per Kristian Eide 1,2 , Aslan Lashkarivand1,2, Are Pripp3,4, Lars Magnus Valnes1,
Markus Herberg Hovd 5, Geir Ringstad 6,7, Kaj Blennow 8,9 &
Henrik Zetterberg 8,9,10,11,12,13

Clearance of neurotoxic brain proteins via cerebrospinal fluid (CSF) to blood
has recently emerged to be crucial, and plasma biomarkers of neurodegen-
eration were newly introduced to predict neurological disease. This study
examines in 106 individuals with neurological disorders associations between
plasma biomarkers [40 and 42 amino acid-long amyloid-β (Aβ40 and Aβ42),
total-tau, glial fibrillary acidic protein (GFAP), and neurofilament light (NfL)]
and magnetic resonance imaging measures of CSF-mediated clearance from
brain via extra-vascular pathways (proxy of glymphatic function) and CSF-to-
blood clearance variables from pharmacokinetic modeling (proxy of menin-
geal lymphatic egress). We also examine how biomarkers vary during daytime
and associate with subjective sleep quality. Plasma concentrations of neuro-
degeneration markers associate with indices of glymphatic and meningeal
lymphatic functions in individual- and disease-specific manners, vary during
daytime, but are unaffected by sleep quality. The results suggest that plasma
concentrations of neurodegeneration biomarkers associate with measures of
glymphatic and meningeal lymphatic function.

Abnormal aggregations in the brainof toxic proteins such as amyloid-β
(Aβ) and phosphorylated tau (P-tau), themain constituents of amyloid
plaques and neurofibrillary tangles, are key features in neurodegen-
eration diseases. Several different mechanisms have been proposed as
important for promoting aggregation, such as increasedproduction or

decreased clearance, sequence variants increasing hydrophobicity,
protein truncations or post-translational modifications, and chaper-
one proteins1. Clearance of brain proteins occurs along different
transport routes, such as passage across the blood–brain-barrier (BBB)
to the systemic circulation, cellular degradation of metabolites in the
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brain by macrophages and glia cells, and cerebrospinal fluid (CSF)-
mediated clearance2. Independent of whether clearance occurs
directly from the brain to blood or via lymph as an intermediate step,
all metabolites eventually reach the blood circulation. Therefore,
measurements of plasma concentrations of brain metabolites, such as
40 and 42 amino acid-long Aβ peptides (Aβ40 and −42), tau protein
variants, glial fibrillary acidic protein (GFAP), and neurofilament light
(NfL), have emerged as diagnostic biomarkers of neurodegenerative
diseases, currently in particular for Alzheimer’s disease (AD) and post-
traumatic brain injuries3,4. At present, biomarkers like Aβ40, Aβ42,
phosphorylated tau (P-tau), GFAP, and NfL make a huge impact on the
diagnostics of neurodegenerative diseases4.

The role of CSF-mediated clearance of brain metabolites has
gained renewed interest during the last decade, not least facilitated by
the discoveries of CSF-mediated molecular clearance from the brain
via paravascular pathways (denoted the glymphatic system) in 20125,
and of functional meningeal lymphatic vessels (enabling molecular
egress from CSF to extracranial lymph) in 20156,7; for review see also2.
An increasing body of evidence points to the role of the glymphatic5

and meningeal lymphatic systems8 in the clearance of Aβ and tau.
Importantly, the glymphatic andmeningeal lymphatic systems seem to
be under circadian control9. It is presently assumed that the glym-
phatic system is a waste clearance systemmostly active during sleep10,
while the meningeal lymphatic system is active during the awake
state11. Hence, under physiological circumstances, brain metabolites
may be mobilized from the brain to CSF and lymphatic structures
during nighttime, while clearance via the meningeal lymphatic system
is enhanced during daytime. From this, it might be expected that
plasma concentrations of CNS-derivedmetabolites and biomarkers for
neurodegenerative disease processes are impacted in concert by the
glymphatic and meningeal lymphatic systems. However, it remains
unclear how alterations in CSF-mediated clearance of CNS-derived
molecules via the glymphatic and meningeal lymphatic systems relate
to their plasma concentrations. These mechanisms are important to
understand, not least because potentially modifiable clearance routes
may represent a target for treating disease processes underlying
changes in plasma biomarker concentrations.

This study was undertaken to examine in humans how plasma
concentrations of neurodegeneration biomarkers associate with ten-
tative indices of glymphatic and meningeal lymphatic functions. The
glymphatic function was examined as the brain-wide distribution of a
magnetic resonance imaging (MRI) contrast agent, gadobutrol, admi-
nistered intrathecal, and utilized as a CSF tracer12. The meningeal
lymphatic function was examined by the CSF-to-blood clearance
recently described by our group13. The MRI contrast agent gadobutrol
is hydrophilic and distributes freely in CSF, and enriches the extra-
vascular spaces of the brain12. We aimed to address the following
hypotheses: (1) Whether plasma concentrations of CNS-derived

biomarkers correlatewith indices of glymphatic clearance, assessedby
extravascular brain enrichment of an intrathecal CSF tracer. The tracer
does not cross the intact BBB and can here thus serve as a surrogate
marker of clearance along extravascular pathways. Recent research
suggests that impaired extravascular clearance (glymphatic function)
is a major cause of deteriorated clearance of metabolites from the
brain to CSF and further tomeningeal lymphatic transport routes5,12. A
negative correlationmight be expected, provided that increased tracer
levels in the brain during the clearance phase (24 and 48h) reflects
impaired glymphatic function. (2) Whether plasma biomarker con-
centrations correlate with indices of meningeal lymphatic function,
assessed by variables of CSF-to-blood clearance. We recently reported
apopulation pharmacokineticmodel for CSF-to-blood clearanceof the
presently used CSF tracer (gadobutrol)14. The hypothesis is that
meningeal lymphatic clearance represents afinal commonpathway for
the egress of metabolites from CSF15. Hypothetically, in subjects with
intact BBB and no abnormal CSF leakage, the CSF-to-blood clearance
may reflect the total meningeal lymphatic clearance capacity. In line
with this hypothesis, we previously demonstrated enrichment in the
parasagittal dura of this intrathecal CSF tracer16. Furthermore, the CSF-
to-blood clearance variables of the pharmacokinetic model showed
large variation between individuals and across disease catgeories14.
Therefore, the direction of the correlation might be expected to vary.
(3) Whether plasma biomarker concentrations vary during daytime
and relate to chronically impaired sleep quality. This could be expec-
ted given the proposed role of sleep and circadian rhythm on both
glymphatic and meningeal lymphatic clearance function9,10,17,18.

Results
Study cohort
The present study included 106 patients who underwent intrathecal
contrast-enhanced MRI as part of a work-up for tentative CSF dis-
turbances (Table 1). Fifty-four of the patients were iNPH subjects, who
fulfilled the criteria of “Definite” iNPH, according to the Japanese
guidelines19. The other cohorts consisted of patients who were diag-
nosedwith communicating hydrocephalus (cHC), arachnoid cyst (AC),
idiopathic intracranial hypertension (IIH), or spontaneous intracranial
hypotension (SIH), and who underwent surgery for these diseases.
Twelve individuals were denoted reference (REF) subjects in which no
apparent CSF disturbance was diagnosed. As compared with the REF
subjects, the patient cohorts with iNPH and arachnoid cysts (ACs)were
older and with different sex distributions.

Association between plasma concentrations of neurodegenera-
tion biomarkers and CSF tracer clearance from the brain (proxy
of glymphatic function)
Figure 1 shows the tracer enrichment after 24 h in the iNPH cohort, as
an indicator of glymphatic function. Figure 1A shows the average

Table 1 | Patient material

Variable Total material Patient subgroups

REF iNPH cHC AC IIH SIH

N 106 12 54 8 9 13 10

Demographic

Gender (F/M) 56/50 11/1 21/33c 3/5a 4/5a 11/2 6/4

Age (yrs) 58.7 ± 18.1 38.4 ± 13.9 72.5 ± 5.7c 51.8 ± 11.4 55.9 ± 18.8b 34.1 ± 11.8 48.5 ± 8.4

BMI (kg/m2) 27.6 ± 5.0 27.8 ± 5.2 27.2 ± 4.4 24.9 ± 4.0 26.4 ± 3.5 32.3 ± 4.9 26.7 ± 6.6

Subjective sleep quality

PSQI score (total) 9.2 ± 4.4 8.1 ± 4.9 11.5 ± 2.1 6.7 ± 3.9 8.9 ± 4.5 11.9 ± 4.2 8.7 ± 3.2

Continuous data presented as mean ± standard deviation.
Differences towards REF group indicated by: aP < 0.05, bP < 0.01, cP < 0.001; analysis of variance (ANOVA) with Bonferroni post hoc tests for continuous data and Pearson Chi-square test for
categorical data. Source data are provided as Source Data file.
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change in tracer enrichment within the ventricular and subarachnoid
CSF spaces, and Fig. 1B the change in tracer enrichment within the
brain. Within the iNPH group, there was a significant negative corre-
lation between plasma T-tau concentration and tracer enrichment in
CSF, cerebral cortex, and subcortical white matter (Fig. 1C–E), sug-
gesting that impaired glymphatic function (i.e., the higher percentage
change in CSF tracer enrichment) associates with reduced plasma
T-tau concentration. For tau brain clearance, the extravascular clear-
ance route via CSF and meningeal lymphatics to blood may be sig-
nificant. It was previously reported that tau lacks a dedicated BBB-
transporter2. However, someevidence also suggests the passage of tau

via the BBB20, indicating that the brain also contributes a proportion of
plasma T-tau concentrations.

Figure 2A–F shows associations between plasma concentrations
of neurodegeneration biomarkers and tracer enrichment (indicative of
glymphatic function) in the cerebral cortex and subcortical white
matter for the entire study group of 106 subjects. There were sig-
nificant negative correlations between tracer enrichment in the cere-
bral cortex (indicative of glymphatic clearance from the cerebral
cortex) and plasma concentrations of T-tau (48 h; Fig. 2A), GFAP (24
and 48h; Fig. 2B) and NfL (24 and 48 h; Fig. 2C). There were also
significant negative correlations between tracer enrichment in
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Fig. 1 | Association between clearance of a CSF tracer and plasma concentra-
tions of log10 T-tau in the iNPH cohort (n = 54). A The percentage changes in
tracer within CSF (ventricular and subarachnoid spaces) of the iNPH cohort at 24h
compared to Pre are shown in sagittal, axial and coronal planes. Higher values
indicate reduced clearance. B The percentage change in tracer enrichment within
the brain (tracer in CSF subtracted) of the iNPH cohort at 24h is shown in the
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change in tracer enrichment at 24 h within C CSF, D cerebral cortex, and
E subcortical white matter. Each panel C–E shows the scatter plot with Pearson
correlation coefficient,fit line, and significance level. A higherpercentage change in
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enrichment and impaired clearance of tracer (i.e., impaired glymphatic function).
This was associated with reduced plasma T-tau concentration. Source data are
provided as Source Data file.
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subcortical white matter (indicative of glymphatic clearance from the
subcortical white matter) and plasma concentrations of T-tau (48h;
Fig. 2D), GFAP (24 and 48 h; Fig. 2E) and plasma NfL concentration (24
and 48 h; Fig. 2F). Accordingly, higher CSF tracer enrichment in the
cerebral cortex and subcortical white matter at 24 and 48h (clearance
phase), indicative of impaired glymphatic function, were accompanied
with lower plasma biomarker concentrations.

Of note, there was a negative correlation between clearance of
tracer fromCSF andplasmaAβ42/Aβ40 ratio that was significant in the
iNPH cohort at 24 h (Supplementary Fig. 1A, B) and the total cohort at
48 h (Supplementary Fig. 1C, D). Accordingly, reduced clearance from
CSF seemed to be associatedwith a relatively reduced clearance to the
blood of Aβ42.

Association between plasma biomarker concentrations and
pharmacokinetic model-based CSF-to-blood clearance variables
(proxy of meningeal lymphatic efflux)
The CSF-to-blood clearance parameters of the presently included
patients were calculated using a previously described population
pharmacokinetic model14. Figure 3A–L shows the marked variation in
CSF-to-blood clearance capacity between individuals and across
patient groups. Table 2 presents the average pharmacokinetic vari-
ables for the entire cohort and the individual patient subgroups.

When addressing the iNPH cohort specifically, there was a sig-
nificant negative correlation between lag-time and plasma Aβ42
(Fig. 3M), which was also seen for the entire group (Fig. 3N). Increased
lag-time is indicative of the tracer taking longer to reach the site of
clearance in the brain, or the tracer remaining longer in CSF before
CSF-to-blood clearance is initiated.

The finding that CSF-to-blood clearance variables are highly
individual (Fig. 3A–L) is reflected in the large variability of correlations
between plasma biomarker concentrations and CSF-to-blood clear-
ance variables (Fig. 4). Relationships were different across disease
categories, with correlations being both positive and negative for the
various categories. These observations are highly significant as they
highlight the need for assessments at the single subject level since
underlying biological processes such as CSF-to-blood clearance capa-
city are highly individual14.

Moreover, when considering the total cohort, the correlation
between CSF-to-blood clearance variables and plasma biomarker
concentrations, the direction and strength of correlation varied
among the biomarkers (Supplementary Fig. 2). Plasma GFAP con-
centration in the total cohort showed a significant positive correlation
with absorption half-life (T1/2, abs), time to maximum concentration
(Tmax), and lag-time (Tlag) (Supplementary Fig. 3), suggesting that the
variables indicative of impaired CSF-to-blood clearance were asso-
ciated with higher plasma GFAP concentration.

Daytime variation in plasma biomarker concentrations
In line with the hypothesis, repeated blood samples revealed daytime
variation in the plasma concentrations of several biomarkers. For the
entire cohort, plasma concentrations increased during the daytime for
T-tau, GFAP, and NfL (Fig. 5). Notably, the daytime variation differed
between the different patient categories. Within the iNPH cohort, the
plasma concentrations of Aβ declined significantly towards the eve-
ning, while T-tau andNfL concentrations increased significantly during
the day (Fig. 6A–F). For the IIH cohort, both Aβ40 and Aβ42 con-
centrations declined significantly during the day (with no change in
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Aβ42/Aβ40 ratio),whileGFAP concentration declined towards evening
(Fig. 6G–L). No daytime variation was observed for the other sub-
groups, except for a significant reduction in T-tau concentration
towards the evening in the SIH cohort. Therefore, the daytime varia-
tion in plasma biomarker concentrations seems to depend on the
underlying disease.

Association between plasma biomarker concentrations and
subjective sleep quality
In the patient cohort presented here, we found no significant corre-
lations between subjective sleep quality, measured by the total score
of the Pittsburg sleep quality index (PSQI), and plasma biomarker
concentrations (Supplementary Fig. 4). Furthermore, the good (PSQI
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ance for the diagnosis categories shown for the A reference (REF), B idiopathic
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D arachnoid cyst (AC), E idiopathic intracranial hypertension (IIH), and
F spontaneous intracranial hypotension group. The curves show individual pos-
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black lines signify the mean concentration for each group, averaged at each time
point.G The individual posterior predicted dose-normalized blood concentrations
of intrathecal gadobutrol from the populationpharmacokineticmodel, averaged at
each time point by group, illustrates differences between groups. The distribution

of individual pharmacokinetic parameters for the entire cohort is shown as a his-
togram of parameter distribution for the H absorption half-life (T1/2, abs), I time to
maximumconcentration (Tmax), J lag-time (Tlag),Kmaximumconcentration (Cmax),
and L area under the curve (AUC) from zero to infinity for the entire cohort of
patients (n = 106). The association between pharmacokinetic parameters and
plasma biomarker concentrations is here illustrated by a significant negative cor-
relation between average plasma concentrations of Aβ42 and lag-time (Tlag) in
M, the iNPHcohort, andN, the entirepatient cohort. Scatter plots are shownwithfit
lines, Pearson correlation coefficients, and significance levels. Source data are
provided as Source Data file.

Table 2 | CSF-to-blood clearance variables for the entire cohort and the different patient categories

Variable Total material Patient subgroups

REF iNPH cHC AC IIH SIH

CSF-to-blood clearance

Absorption half-life (T1/2, abs) 3.9 ± 2.5 3.3 ± 2.5 4.2 ± 2.5 4.7 ± 2.6 4.3 ± 2.6 2.5 ± 1.9 3.6 ± 2.9

Lag-time (Tlag) 1.0 ± 0.7 0.5 ± 0.5 1.1 ± 0.8b 1.0 ± 0.5 1.0 ± 0.5 0.6 ± 0.5 0.9 ± 0.6

Area under curve (AUC) 56.8 ± 28.7 57.8 ± 17.7 51.7 ± 30.7 55.0 ± 33.2 66.6 ± 36.4 73.3 ± 17.2 54.6 ± 24.8

Maximum concentration (Cmax) 2.7 ± 2.0 3.5 ± 2.1 2.2 ± 1.9a 1.7 ± 0.7a 2.7 ± 1.3 3.9 ± 1.5 3.1 ± 2.8

Time to maximum concentration (Tmax) 8.1 ± 4.0 6.0 ± 2.5 9.1 ± 4.6a 9.4 ± 3.1 7.9 ± 1.9 5.7 ± 2.1 7.5 ± 3.9

Renal clearance

GFR (ml/min/1,73m2) 87.1 ± 18.6 102.5 ± 11.8 77.0 ± 14.4 90.4 ± 16.9 84.3 ± 20.0 104.5 ± 16.2 101.8 ± 10.3

Data presented as mean ± SD: Differences towards REF group indicated by: aP < 0.05, bP < 0.01 (regression analysis). Source data are provided as Source Data file.
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total score ≤5) and poor (PSQI total score >6) sleepers showed no
differences in plasma biomarker concentrations (Supplementary
Table 1).

Group differences in plasma biomarker concentrations
Significant differences were found between the iNPH and REF subjects
for T-tau, GFAP, and NfL, revealed as higher concentrations of T-tau,
GFAP, andNfL in the iNPHcohort (Fig. 7). Thegroupdifferences during
morning and evening are further shown in Table 3. After correction for
group differences in renal function, i.e., glomerular filtration rate
(GFR), the plasma GFAP and NfL concentration differences remained
significant. We may, however, not conclude to which degree the
observed differences between REF and iNPH subjects are disease-
specific or were caused by age differences, as the iNPH cohort was
about three decades older than the REF cohort. After correction for
age, the group differences were not significant. On the other hand, age
is a key factor behind iNPH.

Discussion
This study provides several lines of evidence suggesting that
plasma concentrations of neurodegeneration biomarkers associ-
ate with indices of glymphatic and meningeal lymphatic func-
tions: (1) There was a significant correlation between levels of an
intrathecal CSF tracer in the brain during the clearance phase (24

and 48 h; indicative of glymphatic function) and plasma bio-
marker concentrations. Hence, for the entire cohort, impaired
tracer clearance from the brain correlated significantly with lower
plasma concentrations of T-tau (Log10 T-tau), GFAP, and NfL,
while Aβ40 and Aβ42 did not show this pattern. (2) There were
significant correlations between CSF-to-blood clearance variables
(indicative of meningeal lymphatic capacity) and plasma bio-
marker concentrations, but the relationships were biomarker- and
disease-specific. This may be related to the extensive inter-
individual variation in CSF-to-blood clearance capacity. (3) In the
total cohort, plasma T-tau, GFAP, and NfL concentrations chan-
ged significantly during the day, while we found no daytime
variability in plasma concentrations of Aβ40 and Aβ42. In this
cohort, subjective sleep quality was not associated with plasma
biomarker concentrations. (4) Plasma GFAP, NfL and T-tau con-
centrations were increased in iNPH compared with REF subjects,
but the difference could be caused by age differences.

We here examined the association between plasma concentra-
tions of neurodegeneration biomarkers and indices of glymphatic and
meningeal functions in patient groups that may not necessarily be
categorized as neurodegenerative diseases. In this regard, it should be
noted that the current knowledge about the plasma biomarkers
referred to here, primarily derives from studies of Alzheimer’s
disease, frontotemporal dementia, atypical parkinsonian disorders,

Fig. 4 | Associations between CSF-to-blood clearance parameters and bio-
marker concentrations for the different disease categories. The associations
between CSF-to-blood clearance pharmacokinetic variables and plasma biomarker
concentrations are shown as Pearson’s correlations (r) [95% confidence interval] for
the CSF disease categories A reference (REF), B idiopathic normal pressure
hydrocephalus (iNPH), C communicating hydrocephalus (cHC), D arachnoid cyst

(AC), E idiopathic intracranial hypertension (IIH), and F spontaneous intracranial
hypotension (SIH). Significance levels of Pearson correlation coefficients: *P <0.05,
**P <0.01, ***P <0.001 (values in bold are statistically significant to P <0.05); red
boxes for negative correlations and blue boxes for positive correlations. Source
data are provided as Source Data file.
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and post-traumatic brain injury4. The existing knowledge about the
present biomarkers are shortly commented on. In AD, extracellular Aβ
aggregation is a key pathogenic factor, and measurements of Aβ40
and Aβ42 in CSF and plasma are currently applied biomarkers with
the ability to show abnormality long before clinical disease manifes-
tation. Since the Aβ42 isoform ismore prone to aggregationwithin the
brain than Aβ40, while the latter isoform is most abundant, a reduced
CSF Aβ42/Aβ40 ratio is a robustmarker of ADpathology4,21. The role of
plasma Aβ42/Aβ40 ratio as a marker of Aβ pathology has been
debated22, though recent data indicate the plasma Aβ42/Aβ40 ratio

indeed reflects Aβ pathology in the brain, although not as robustly as
CSF Aβ42/Aβ4023. Human in vivo evidence supports the assumption
that impaired clearance fromCSF is associated with Aβ deposition and
Aβ pathology in the brain of AD subjects24. With regard to the tau
protein, intra-neuronal accumulation of hyperphosphorylated tau in
full-length or tangled forms characterizes AD and other tauopathies.
Both CSF and blood biomarkers of phosphorylated tau protein (P-tau)
have been introduced to assess tau pathology25. Available plasma tau
assays address phosphorylation at different amino acids, such as 181
(P-tau-181), 217 (P-tau-217), and 231 (P-tau 231)26. Increased plasma
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P-tau isoform concentration relates to the degree of cerebral Aβ
pathology, predicts the density of tau tangles, and differentiates AD
from other dementias27,28. At present, P-tau is primarily considered a
marker of AD, and not for other types of dementia. The T-tau pre-
sented in the present study does not refer to any particular type of
phosphorylation and is not specific to AD. Notably, the cerebral

aggregations of Aβ and P-tau associate with inflammatory responses
and neuronal and glial damage. Here we focused on GFAP and NfL.
GFAP is amarker of astrocyte activation, not specific for AD, but aswell
for traumatic brain injury and a variety of other brain diseases29. In the
context of AD pathology, GFAP is considered to reflect an astrocyte
response to Aβ aggregation in the brain30,31, but not tau pathology31.
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Table 3 | Plasma concentrations of neurodegeneration biomarkers in the different patient cohorts

REF iNPH cHC AC IIH SIH

Aβ40 (pg/ml)

06:00 – 12:00 81.1 ± 13.0 102.2 ± 31.3a 81.8 ± 14.3 89.5 ± 28.2 79.6 ± 16.8 83.8 ± 18.3

12:00 – 24:00 85.4 ± 16.0 98.1 ± 39.6 80.5 ± 27.0 90.2 ± 27.2 78.9 ± 21.7 88.9 ± 22.4

Aβ42 (pg/ml)

06:00 – 12:00 5.5 ± 0.9 6.2 ± 2.1 5.7 ± 1.0 6.3 ± 1.5 6.4 ± 1.0 6.0 ± 1.1

12:00 – 24:00 5.8 ± 1.2 6.1 ± 2.6 5.6 ± 1.4 6.3 ± 1.4 6.3 ± 1.3 6.6 ± 1.4

Aβ42/Aβ40 ratio

06:00 – 12:00 0.068 ±0.006 0.063 ± 0.013 0.070 ±0.009 0.074 ±0.015 0.083 ±0.015b 0.074 ±0.012

12:00 – 24:00 0.068 ±0.006 0.068 ±0.024 0.073 ±0.013 0.073 ±0.013 0.082 ±0.016 0.076 ±0.014

Log10 T-tau

06:00 – 12:00 0.27 ± 0.29 0.44 ±0.33 0.26 ± 0.18 0.42 ± 0.24 0.36 ±0.19 0.35 ±0.13

12:00 – 24:00 0.21 ± 0.18 0.48 ± 0.39b 0.29 ± 0.42 0.31 ± 0.18 0.28 ± 0.18 0.32 ± 0.11

GFAP

06:00 – 12:00 53.1 ± 53.4 123.9 ± 57.1c 85.7 ± 26.8 78.5 ± 54.3 42.4 ± 23.6 45.6 ± 26.7

12:00 – 24:00 52.2 ± 58.4 134.6 ± 52.4c 86.9 ± 28.7 76.0 ± 57.2 38.0 ± 19.8 47.0 ± 24.2

NfL

06:00 – 12:00 7.8 ± 6.2 27.9 ± 12.8c 12.0 ± 4.4 19.5 ± 10.9 7.6 ± 4.0 11.1 ± 3.9

12:00 – 24:00 7.2 ± 5.5 27.7 ± 12.0c 11.4 ± 4.3 16.8 ± 9.3 7.0 ± 3.7 11.0 ± 3.7

Data presented as mean ± SD: Differences towards REF group indicated by: aP < 0.05, bP < 0.01, cP <0.001. Source data are provided as Source Data file.
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Notably, the association between GFAP and Aβ pathology is stronger
for plasma than CSF pathology30,31. NfL is a non-specific marker of
neuroaxonal injury and is found to increase in a variety of neurode-
generative disorders32, with increasing levels during aging33. The CSF
and blood concentrations of NfL correlate34. One study reported
increased CSF and plasma concentrations of NfL 7 years before
symptom onset in autosomal dominant AD subjects who were cogni-
tively intact35.

While the present observations suggest an association between
concentrations of plasma biomarkers of neurodegeneration disease
and indices of glymphatic and meningeal lymphatic clearance func-
tion, we remind that the specific efflux routes from the brain and CSF
to the blood of the present biomarkers are not fully understood.
Additional pathways than via CSF are involved2. To this end, the pas-
sage route for Aβ has been most studied; for which passage via BBB is
important, as well as cellular degradation within the brain by macro-
phages and microglia, in addition to egress via CSF2. The latter may
perhaps be more important than previously considered, given recent
data on an important clearance route of Aβ via meningeal lymphatic
vessels and the beneficial effect of lymphatic enhancement8. The
recent observations that Aβ-labeled cells were far more abundant in
cervical than inguinal lymph nodes support this view36. Perhaps
enhancement of meningeal lymphatic function could be one way to
modify CSF-mediated Aβ clearance?. The transport route for the tau
protein, on the other hand, is less characterized; no dedicated BBB
transport has been identified2, but passage across the BBB was
observed in mice20. Moreover, experimental data indicate that efflux
via dural meningeal pathways may be crucial37. The efflux routes for
GFAP and NfL are largely unknown. In this regard, it should be
emphasized that neurodegenerative diseases involve BBB damage to a
variable degree38, which may facilitate the passage of CNS-derived
biomarkers directly to the blood. With regard to the present obser-
vations, we do not expect BBB disruption to be a significant factor,
though some impairment of BBB cannot be excluded. It is generally
accepted that BBB becomes impaired with increasing age, which is
relevant for the iNPH cohort with a median age of 72.5 ± 5.7 years. In
addition, previous histopathological studies have shown some degree
of BBB disruption in iNPH39 and IIH40 patients, though the effect on
BBB is not major in these cases.

Here, we applied a surrogatemarker for in vivohumanassessment
of glymphatic and meningeal lymphatic functions, as direct measure-
ments cannot be done in humans. In vivo visualization of extra-BBB
clearance pathways in humans can be done by multiphase and stan-
dardizedMRIutilizing aCSF tracer12. However, given the low resolution
of MRI (1mm), the exact transport route of the CSF tracer at the
microscopic level (paravascular vs interstitial transport) cannot be
defined, though it may be concluded that tracer transport occurs
extravascular. With the term “glymphatic”, we refer to CSF-mediated
tracer enrichment and clearance from the brain along extravascular
pathways, well aware that this represents only one aspect of the
glymphatic concept presented in 20125. This concept as a whole is still
heavily debated41; the controversy particularly concerns mechanisms
behind the solute movement (role of convective forces versus diffu-
sion), the role of aquaporin-4 (AQP4) located at perivascular astrocytic
endfeet, the role of directionality of CSF movement, and lack of evi-
dence for efflux along perivenous spaces. Despite this ongoing debate,
we here use the term glymphatic with an awareness of these yet
unresolved issues. In this regard, an obvious question is how glym-
phatic function assessed by a non-endogenous CSF tracer (gadobu-
trol) may be relevant for excretion from the brain and CSF of
endogenous compounds such as Aβ40, Aβ42, T-tau, GFAP, and NfL? In
soluble form, these proteins are expected to be transported para-
vascular in the human brain42. The CSF tracer used here, gadobutrol,
has a molecular weight (MW) of 604Da, which is many times smaller
than the plasma metabolites: Aβ40 (MW about 4.3 kDa), Aβ42 (MW

about 4.5 kDa), tau (MW up to 80 kDa) GFAP (MW about 50 kDa), NfL
(MW about 70 kDa). However, these large proteins may as well be
transported paravascular. For example, one study demonstrated in pig
brain glymphatic paravascular tracer enrichment of a CSF tracer
[AlexaFluor647-conjugated bovine serum albumin (BSA-647)] with
MW about 66 kDa43. The tracer enrichment in the pig brain utilizing
this large MW compound was comparable to the CSF tracer (gado-
butrol) enrichment seen in the human brain after intrathecal
injection43. Second, gadobutrol is a hydrophilic substance that does
not pass the intact BBB, nor does it permeate the cell membrane or
interact with other molecules of the brain. Third, the transport of
plasma biomarkers and CSF tracer in the subarachnoid compartments
may differ due to the membranes compartmentalizing the sub-
arachnoid space44,45. In this regard, ref. 45 recently described a sub-
arachnoid lymphatic-like membrane (SLYM) compartmentalizing the
subarachnoid space, where this mesothelial membrane was
impermeable to substances >3 kDa.

With regard to meningeal lymphatic clearance capacity, no spe-
cific methods for assessments have been established. Verma et al.46

used technetium-99 m (99mTc-) diethylenetriaminepentaacetic acid
(DTPA) imaging to estimate clearance from CSF to the periphery after
intrathecal injection. This method as well provides for visualization of
tracer. It may be considered a limitation that the radiolabel half-life of
this compound is 6 h (time to maximum concentration in the present
study was 8.1 ± 4.0 h). However, radiotracers may be used for dynamic
scans that are three to four times longer than their half-life. Moreover,
a recent study suggested the useful role of radiotracers for in vivo
imaging of glymphatic function47. We recently introduced another
method to assess CSF-to-blood clearance capacity13, incorporating an
intrathecal injection of a CSF tracer (e.g., gadobutrol), followed by
repeated plasma samples. A population pharmacokineticmodel based
on consecutive blood samples (n = 1140) from 161 subjects demon-
strated marked inter-individual variation and even marked variation
across disease categories14. It is important to note that this method
measures total CSF-to- blood clearance capacity, independent of the
clearance route. For substances also passing the BBB, direct passage to
blood may contribute. In subjects with impaired BBB integrity, which
must be anticipated in older subjects48, the passage of substances
directly to blood may be expected to some degree. In other rare dis-
eases, e.g. spontaneous intracranial hypotension due to CSF-to-
venous-fistula49, there is an abnormal direct passage to blood. How-
ever, for substances primarily being excreted via CSF, we tentatively
suggest that the CSF-to-blood clearance capacity can be considered a
surrogate marker of meningeal lymphatic clearance capacity, and that
brain clearance may indirectly be dependent on meningeal lymphatic
CSF clearance capacity. We previously reported that the intrathecal
CSF tracer enriched extensively in parasagittal dura, but identified a
few arachnoid granulations also being enriched by tracer16. The
volume fraction of efflux via arachnoid granulations could not be
determined, and requires further studies. However, knowledge of the
exact clearance route is not critical, as the CSF-to-blood clearance aims
to measure total clearance capacity, independent of the clearance
pathway. For compounds largely excreted via CSF, the CSF-to-blood
clearance capacity may largely reflect the total meningeal lymphatic
clearance capacity.

It remains to be determined howCSF-to-blood clearance variables
from pharmacokinetic modeling provide information about the
underlying biological processes preceding neurodegenerative dis-
eases. It may be of particular interest, however, that emerging evi-
dence suggests that CSF-to-blood clearance by impaired meningeal
function to be a risk factor for abnormal aggregation of toxic proteins
(e.g., Aβ, tau, and α-synuclein)7,8,37,50,51. Failed CSF clearance has been
shown to represent a feature of AD, related toAβdeposition and to the
pathology of AD24. Most importantly, CSF clearance failure is expected
to occur in the preclinical stages of dementia disease52, and impaired
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CSF clearance due to failure of meningeal lymphatic function may be
involved in other diseases, such as malignant glioma53 and ischemic
stroke54. Given the prospects of interventions that may enhance
meningeal lymphatic function8,55,56, direct estimation of CSF-to-blood
clearance capacity, as described here, might be useful to monitor
treatment regimens. Therefore, defining CSF-to-blood clearance
changes in other diseases thandementias such as AD seemswarranted.

The variable profiles of the presently reportedplasmametabolites
may reflect their different clearance routes from the brain. On the one
hand, GFAP showed significant daytime variation, correlation with
glymphatic function, and correlation with CSF-to-blood clearance,
indicative of meningeal lymphatic function. On the other hand, Aβ40
and Aβ42 showed no daytime variation in the total cohort (though
varied during the day in disease cohorts such as iNPH and IIH), no
correlation with glymphatic function and no correlation with CSF-to-
blood clearance for the entire cohort (though for certain disease
categories).Moreover, both T-tau andNfL showeddaytimevariation in
plasma concentrations and correlated with glymphatic function, while
CSF-to-blood clearance was disease-specific. Tentatively, these obser-
vations may be interpreted as CSF clearance being more dominant for
T-tau,GFAP, andNfL than forAβbeing excretedbydifferent routes (Aβ
is also less CNS-specific than the other proteins). In this regard, the
observations of a closer association between Aβ pathology and plasma
GFAP than what has been observed for CSF GFAP30,31 might perhaps
suggest direct release into the blood at the glia-neuro-vascular inter-
face. The presently reported significant positive correlation between
CSF-to-blood clearance and plasma GFAP, indicative of higher blood
levels with impaired CSF-to-blood clearance, could support this
assumption. If the correlation had been negative, it might rather
indicate higher plasma levels due to more efficient CSF-to-blood
clearance. Theweaker associationofCSFGFAPwithAβpathologymay,
however, also reflect the recently discovered instability of the protein
in CSF, which is much less of a problem in the plasmamatrix57. Overall,
the present results point to the need for individualized assessments
concerning causes for altered plasma concentrations of neurodegen-
eration biomarkers.

Here, we addressed patient categories that has been less studied
concerning plasma biomarkers of neurodegeneration disease. The
existing knowledge about plasma biomarkers largely relates to AD,
while their role in other brain disorders remains less understood. The
patient category closest to AD is the iNPH cohort. The iNPHdisease is a
neurodegenerative disease and subtype of dementia with close histo-
pathological overlap towards AD58; for example, accumulation in the
brain of Aβ and/or tau is seen in a significant proportion of iNPH
subjects59. Moreover, previous studies showed a comparable reduc-
tion ofCSF production and turnover inADand iNPHpatients60, though
CSF Aβ40, Aβ42, andT-/P-tau alsowere able to differentiate iNPH from
AD subjects61. iNPH involves impaired glymphatic function12,62, which
was proposed as a common mechanism behind dementias and AD63.
The iNPH disease is also characterized by impaired CSF-to-blood
clearance capacity14. In this study, impaired clearance of tracer from
CSF, cerebral cortex, and subcortical white matter, indicative of
impaired glymphatic function, was accompanied by reduced plasma
T-tau concentration. This finding is of interest, considering the
increased tau depositionwithin the brain of this patient group59. In line
with this observation, iNPH patients not responding to shunt surgery
had increased CSF T-tau concentration64,65, and also increased CSF NfL
concentration65. Cognitively impaired iNPH patients also had higher
P-tau concentration than cognitively intact iNPH subjects61. They also
presented a lower Aβ42/Aβ40 ratio61. Here, we found that impaired
clearance of tracer from CSF was associated with a significantly lower
plasma Aβ42/Aβ40 ratio in iNPH patients at 24 h and within the total
cohort at 48 h after tracer injection. The present results also disclosed
higher plasma concentrations of Aβ40, T-tau, GFAP, and NFL in the
iNPHcohort, indicative of ongoing neurodegeneration. In comparison,

immunohistochemistry of brain tissue specimens of iNPH patients
demonstrates astrogliosis with increased GFAP immunostaining66. It
remains to be determinedwhether the reducedplasma concentrations
of Aβ40 and Aβ42 and increased plasma levels of tau, GFAP, and NfL
towards the evening reflect the clearancepathways and clearance rates
of these proteins from the brain. A significant negative correlation in
iNPH between plasma Aβ42 and lag-time could indicate that clearance
via CSF and meningeal lymphatics has a major role in this isoform.

iNPH differed from the IIH disease, which is characterized by high
intracranial pressure, impaired glymphatic function, and enhanced
CSF-to-blood clearance14,67. In IIH, plasma Aβ40 and Aβ42 concentra-
tions declined during the day, as did GFAP, perhaps due to more effi-
cient CSF-to-blood clearance, which we previously provided evidence
for14. This is supported by the present observation that plasma Aβ40
and Aβ42 concentrations increased with increasing time-to-maximum,
indicative of slower CSF-to-blood clearance capacity. Furthermore, the
different profiles of the various disease categories concerning the
association between plasma biomarker concentrations and CSF-to-
blood clearance variables suggest variation across individuals and
disease types. These results point to the need for individualized
assessments, i.e. individual precision diagnostics. This point was illu-
strated when comparing plasma biomarker concentrations between
disease cohorts. As such, the iNPH and REF cohorts demonstrated
differences in plasma concentrations of Aβ40, T-tau, GFAP, and NfL,
which remained significant for GFAP and NfL after correction for kid-
ney function (GFR). We cannot exclude that age difference is a con-
founding factor for differences between REF and iNPH subjects, but
iNPH is a disease of the aged population.

In this study, we found no correlation between subjective sleep
quality (assessed by the PSQI) and plasma biomarker concentrations,
which was somewhat unexpected given the previous observations of
different glymphatic enrichment of tracer in poor and good sleepers18.
Despite these negative results, there is accumulating evidence for the
role of sleep on biomarker concentrations in CSF and plasma. In sub-
jects with mild-moderate AD, lack of deep sleep was associated with
higherNfL concentration inCSF68. Furthermore, impaired sleepquality
was also correlated with reduced Aβ42/Aβ40 and increased T-tau/
Aβ42 ratios69.

It might be considered a limitation of this study that lumbar CSF
concentrations were not measured. On the other hand, multi-hour
repeated sampling of lumbar CSF would not be feasible, as it would
require a lumbar drainage system, and heavily interfere with the
interpretation of the CSF tracer studies. We also decided not to
retrieve lumbar CSF prior to the intrathecal administration of gado-
butrol in order not to affect the normal CSF circulation. In future
dedicated experimental setups, simultaneous sampling of CSF and
plasma over time should nevertheless be considered. Another limita-
tion is that the intrathecal use of gadobutrol is currently off-label. For
this reason, we will explore in future studies the utility of a computer
tomography (CT) contrast agent, which is approved for intrathecal
use. AsMRI andCT contrast agents sharemany of the sameproperties,
such as similar molecular size, being hydrophilic and inert, we hypo-
thesize that these groups of contrast agents also share the same
clearance pathways and clearance rates.

In conclusion, plasma concentrations of neurodegeneration bio-
markers are associated with indices of glymphatic and meningeal
lymphatic functions. The plasma concentrations also varied during the
daytime, supporting previous data that CSF-mediated molecular
clearance is under circadian control9. Overall, solute clearance from
CSF may be a significant contributor to the plasma concentrations of
neurodegeneration biomarkers, and assessment of CSF clearance
capacity by administration of an exogenous tracer substance provides
dynamic information that goes beyond what can be retrieved by point
measurements of endogenous solutes in CSF and blood. The finding
that CSF-to-blood clearance variables derived from pharmacokinetic
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modeling14 associated with plasma biomarker concentrations in a
biomarker- and disease-specific manner, may suggest the need for
individualized assessment of CSF-to-blood clearance at an individual
level. In particular, thismay be utilized in the preclinical phase and as a
tool to monitor treatments and interventions initiated to modify CSF-
mediated solute clearance.

Methods
Ethical permissions
The research study was approved by The Institutional Review Board
(2015/1868), Regional Ethics Committee (2015/96), and the National
Medicines Agency (15/04932-7), and registered in Oslo University
Hospital Research Registry (ePhorte 2015/1868). Patients were inclu-
ded after written and oral informed consent.

Experimental design
The study design was prospective and observational: Randomization
of patients was not relevant; neither was a priori sample size calcula-
tion needed.

Patients
Consecutive patients referred to the Department of Neurosurgery,
Oslo University Hospital—Rikshospitalet, Oslo, Norway, for various
tentative CSF disturbances were included. The indication for intra-
thecal contrast-enhanced MRI was made for clinical reasons.

Concerning the categorization ofCSFdisorders, reference subjects
(REF) are individuals in whomno apparent evidence of CSF disturbance
was identified and no indication for surgery. The hydrocephalus cate-
gorywas either subjectswith idiopathic normal pressurehydrocephalus
(iNPH) who underwent shunting with a demonstrated clinical
improvement, thereby qualifying for the diagnosis of Definite iNPH
according to the Japanese guidelines19 or subjects with communicating
hydrocephalus (cHC) not defined as iNPH. The subjects with arachnoid
cysts (AC) underwent surgery followed by post-operative clinical
improvement. The idiopathic intracranial hypertension (IIH) subjects
were shunted with clinical improvement thereafter. The patients with
spontaneous intracranial hypotension (SIH) had an identified CSF
leakage, requiring surgery to close the leakage.

Assessment of tracer enrichment in CSF and extravascular brain
The MRI contrast agent gadobutrol was used as a CSF tracer and was
administered intrathecally in doses of either 0.25 or 0.5mmol (0.25
or 0.5ml of 1.0mmol/ml gadobutrol; Gadovist, Bayer Pharma AG,
Berlin, Germany). Standardized T1-weighted MRI scanning was per-
formed before and at defined time points after administration of
gadobutrol, utilizing a 3 Tesla Philips Ingenia MRI scanner (Philips
Medical Systems, Best, The Netherlands) was used for MRI. Equal
imaging protocol settings were applied at all time points to acquire
sagittal 3D T1-weighted volume scans, with the following imaging
parameters: repetition time = “shortest” (typically 5.1ms), echo
time = “shortest” (typically 2.3ms), Flip angle = 8 degrees, a field of
view = 256 × 256 cm and matrix = 256 × 256 pixels (reconstructed
512 × 512). Hundred and eighty-four over-contiguous (overlapping)
slices with 1mm thickness were sampled, which were automatically
reconstructed to 368 slices with 0.5mm thickness. The duration of
each image acquisition was 6min and 29 s. To secure consistency
and reproducibility of the MRI slice placement and orientation, slice
orientation of image stacks were defined using an automated anat-
omy recognition protocol based on landmark detection in MRI data
(SmartExamtm, Philips Medical Systems, Best, The Netherlands) for
every time point. Gadobutrol increases the T1 relaxation of water,
which provides a higher T1 signal intensity at the image gray scale,
thereby providing a semi-quantitative measure of the tracer level.
The images were post-processed using FreeSurfer software (version
6.0) to determine the percentage change in normalized T1 signal

units, indicative of tracer enrichment. For this, FreeSurfer software
(version 6.0) (http://surfer.nmr.mgh.harvard.edu/) was used for
segmentation, parcellation, and registration/alignment of the long-
itudinal data, and to determine the increase in T1 signal caused by the
CSF tracer, as previously reported70. We further adjusted for changes
in the gray scale betweenMRI scans, by dividing the T1 signal unit for
each time point by the T1 signal unit of a reference region of interest
(ROI) for the respective time point. The reference ROI was placed
within the posterior part of the orbit, as previously described17. The
ratio is the normalized T1 signal units, which corrects for baseline
changes of image gray scale due to automatic image scaling. Tracer
enrichment was semi-quantified as the percentage change in nor-
malized T1 signal at different time points, relative to the pre-contrast
injection.

Plasma biomarkers
Venous blood samples were obtained at empirically determined reg-
ular time points up to about 48h after intrathecal administration of
gadobutrol at the time of the MRI acquisitions and stored in the
refrigerator (4 oC) for a few hours before centrifuge and thereafter
storage in an ultra-freezer (−80 oC). Aβ40, Aβ42, GFAP, and NfL con-
centrations were measured using the Single molecule array (Simoa)
Human Neurology 4-Plex E (N4PE) assay, whilst T-tau was measured
using the Simoa Tau Advantage kit according to instructions from the
kit manufacturer (Quanterix, Billerica MA). All measurements were
performed on an HD-X instrument (Quanterix, Billerica MA) in one
round of experiments using one batch of reagents by board-certified
laboratory technicians who were blinded to the clinical data. Intra-
assay coefficients of variation were below 10%.

Assessment of CSF-to-blood clearance capacity
The CSF-to-blood clearance capacity was estimated by quantifying the
intrathecally administered gadolinium in plasma according to a pre-
viously described method13,14. Measured gadolinium concentrations
were recalculated to gadobutrol concentrations. We have previously
developed a population pharmacokinetic model to determine indivi-
dual pharmacokinetic parameters of intrathecally administered
gadobutrol14. In short, a two-compartment model with first-order
elimination from the central compartmentwas developed using a non-
parametric adaptive grid approach implemented in Pmetrics for R.
Posterior individual parameter values and posterior individually pre-
dicted concentrations obtained from the final population pharmaco-
kinetic model run with the complete dataset were used for all
pharmacokinetic calculations. Predictions were made in 1-min inter-
vals from the time of administration, up to 72 h. The following phar-
macokinetic variables were included: (i) The absorption half-life (T1/2,

abs), which is the time for half the amount of gadobutrol in the CSF to
be cleared to blood, serving as one surrogate marker for CSF-to-blood
clearance capacity of gadobutrol. (ii) Time tomaximum concentration
(Tmax) in plasma, which was obtained directly from the individual
predictions. (iii) Lag-time of absorption to blood (Tlag) is the model-
estimated time for the tracer to reach the site of clearance in CSF,
implying that longer Tlag means that the tracer stays longer within CSF
or that it takes longer before the clearance process to blood starts. (iv)
Time to maximum concentration (Cmax) in plasma were obtained
directly from the individual predictions. (v) Area under the
concentration-time curve from zero to infinity (AUC0-∞) is ameasureof
systemic exposure to gadobutrol. The Cmax and AUC0-∞ were normal-
ized with respect to dose in order to compare parameters across
multiple doses.We have previously demonstrated dose linearity in the
relevant range14.

Assessment of sleep disturbance
We assessed subjective sleep quality utilizing the Pittsburgh Sleep
Quality Index (PSQI) questionnaire71, referring to the patient’s sleep
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over the past months, i.e. how their sleep is in general, not exclusively
at the time of the MRI/blood sampling. A global PSQI score ≤5 is con-
sidered indicative of good sleep quality71.

Statistical analyses
Statistical analyses were performed using Stata/SE 17.0 (StataCorp,
College Station, TX). Statistical significance was accepted at the 0.05
level (two-tailed). Daytime variation in biomarker concentrations was
analyzed using a nonlinear model; a fractional polynomial linear
regressionwith amaximumof one degree of the fractional polynomial
and robust standard error for repeated measurements of the same
subject. Theplotswere presentedwith the linearprediction (estimated
mean from the regression model) and 95% confidence interval. A
general linear model or a two-sample t-test assessed the mean differ-
ence between groups. Due to skewed T-tau values, we used the loga-
rithm of T- tau values (log10T-tau). A few unusually high values of GFAP
above 3000pg/ml and NfL above 400pg/ml were assumed to be
outliers and removed from the dataset.

Reporting summary
Further information on research design is available in the Nature
Portfolio Reporting Summary linked to this article.

Data availability
The data presented in this work is available upon request. Source data
are provided with this paper.
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